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[Abstract] Respiratory tract infection is the most common infection in children, which seriously
threatens the life and health of children. Early identification of pathogens is of great significance for the clinical
diagnosis and treatment of such diseases. Metagenomic next generation sequencing(mNGS) has the advantages of
unbiasedness, full coverage and high efficiency,and is now being applied to clinical diagnosis of infectious diseases.

This article introduces the application value of mNGS in children’s respiratory infectious diseases through a

series of examples.
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